Mansfield is a PB1-like Escherichia bacteriophage with a 68,120-bp genome and a predicted 3,673-bp direct terminal repeat. This myophage encodes 105 proteins, for which 32 functions were predicted.
protein-coding genes are at a 93% coding density, and 32 have a predicted function. Mansfield's genome was opened at the boundary of 3,673-bp direct terminal repeats predicted by PhageTerm (23) .
The two phages most closely related to Mansfield are PB1-like phages of the pbunaviruses, Escherichia phage ECML-117 (GenBank accession number JX128258) and Escherichia phage FEC19 (GenBank accession number MH816966), having 90.89% nucleotide similarity and 90 proteins in common with phage ECML-117, and 90.52% nucleotide similarity with 89 proteins in common for phage FEC19 (24, 25) .
Data availability. The genome sequence and associated data for phage Mansfield were deposited under GenBank accession number MK903282, BioProject accession number PRJNA222858, SRA accession number SRR8893603, and BioSample accession number SAMN11414488.
